. Figure S1. Pluripotent stem cells have increased errors, a weaker centromere, but normal levels of AurB, when compared to differentiated cells. A) Quantification of mitotic errors in RPE and hESC, from two independent experiments. Cells were fixed and the frequency of mitotic errors in unperturbed cells was evaluated. B), C) Differentiated (RPE and Fibr D#1 and Fibr D#2) and pluripotent stem cells (hESC or iPSC D#1 or iPSC D#2) were fixed and stained for either B) Nanog or Sox2 and counterstained with DAPI. Representative immunofluorescence images are shown, or C) CENP-A, CENP-T, CENP-C or CENP-B and counterstained with DAPI. Representative immunofluorescence images from Fibroblasts and iPSC from Donor #1 and Donor #2 are shown for CENP-A and CENP-T and representative images from RPE and hESC, Fibroblasts and iPSC from donor #1 are shown for CENP-B and CENP-C. D) and E) Cell fractionation experiments to assess total levels of soluble and chromatin bound CENP-A in RPE and hESC. Immunoblot probed for soluble (sol) and chromatin bound (CB) fractions of CENP-A in RPE and hESC. Tubulin is used as a marker for the soluble fraction and histone H4K20me2 for the CB fraction (D). Quantification of CENP-A ratio (chromatin bound/soluble fraction) from three independent experiments (E). F) Differentiated (RPE and Fibr D#1 and Fibr D#2) and pluripotent stem cells (hESC or iPSC D#1 or iPSC D#2) were fixed and stained for Aurora B (AurB) and counterstained with DAPI. G) Quantification of centromere intensities for AurB. Average centromere intensities were determined using automatic centromere recognition and quantification (CRaQ) for indicated cell types. Horizontal lines represent the mean for each sample. At days 9 and 11 after infection (d9 and d11, respectively), cells are incubated with antibodies specific for SSEA-4 (early pluripotency marker) and CD13 (fibroblast marker) and collected by FACS sorting. Thirty days after infection, visible colonies appear and can be picked under the microscope. Single colonies are picked, expanded and kept in culture. The cells collected at day 9 and 11, the initial fibroblast population and fully reprogrammed iPSCs (reprogrammed from those fibroblasts), were stained for CENP-A and counterstained with DAPI. B) Representative immunofluorescence images from cells collected by FACS at d9 and d11 and sorted by pluripotency profile (SSEA4 Negative and CD13 Positive -Refractory to reprogramming -vs SSEA4 positive and CD13 negative cells -Prone to reprogram) and control cells. C) Quantification of centromere intensities as shown in B). Average centromere intensities were determined using automatic centromere recognition and quantification (CRaQ; see methods) for indicated cell types. The average and standard error of the mean of three replicate experiments is shown for indicated cell types. Centromere intensities are normalized to those of fibroblasts. 
